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This page gives you Search Results detail for the Application 10650507 and Search Result us-10- 
650-507-8. rag. 

start 

Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 9, 2006, 19:09:29 



Search time 200 Seconds 
( wi thout al ignmen t s ) 
1483.667 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-650-507-8 
3518 

1 MQQDGLGVGTRNGSGKGRSV 



ASRERRLKKNLALSRESLW 649 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2589679 seqs, 457216429 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



2589679 



Database : 



A_Geneseq_8 : * 



1 

2 
3 
4 
5 
6 
7 
8 
9 
10 



geneseqpl980s : * 
geneseqpl990s : * 
geneseqp2000s : * 
geneseqp2001s : * 
geneseqp2002s : * 
geneseqp2003as : * 
geneseqp2 003bs : * 
geneseqp2004s : * 
geneseqp2005s : * 
geneseqp2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 



tfo. 


Score 


Match 


Length DB 


ID 


Description 


1 


3518 


100.0 


649 


2 


AAY14541 


Aayl4541 Human lip 


2 


3518 


100 .0 


649 


3 


AAY95822 


Aay95822 Human lip 


3 


3518 


100 .0 


649 


4 


AAB59901 


Aab59901 Human lep 


4 


3507.5 


99 .7 


650 


8 


ADP46576 


Adp46576 Human col 


5 


3401.5 


96.7 


630 


2 


AAY14542 


Aayl4542 Human lip 


6 


3401.5 


96.7 


630 


3 


AAY95823 


Aay95823 Human lip 
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7 


3401 5 


96 


7 


63 0 

U J U 


4 


AARR9Q09 


AahR9902 


Humsn 1 pn 

XlLllLLdll X C U 


p 


3372 5 


95 


9 


630 


8 


ADR08703 


Adr08703 


Human nro 


9 


3169 


90 


1 


591 

—J ~S -i- 


5 


ABP68616 


Abn68 616 


Hutnan nan 


10 


3169 


90 


1 


591 


9 


ADY15926 


Advl5 92 6 


PRO nnlvn 


11 


3169 


90 


1 


591 


9 


ADY20195 


Adv2 0195 


PRO nolvD 


12 


3121 


88 


. 7 


583 


4 


AAB88476 


Aab88476 


Human mem 


13 


3121 


88 


. 7 


583 


9 


ADY63313 


Adv63313 


Human rln 


14 


3058 


86 


. 9 


581 


2 


AAY14543 


Aavl4543 


Human 1 id 


15 


3058 


86 


9 


581 


3 


AAY95824 


Aav95824 


Human 1 in 

Hull lu 11 XX 


16 


3058 


86 


. 9 


581 


4 


AAB59903 


Aab59903 


Human 1 en 


17 


2568 


73 


0 


593 


2 

aw 


AAY14538 


Aavl4538 


Rat linol 


18 


2568 


73 


. 0 


593 


4 

* 


AAB59904 


Aab59904 


Rat - l^nt"i 


19 


2519 . 5 


71 


6 


594 


2 


AAY14544 


Aavl4^4 4 


Mnn Inn 


20 


2519 . 5 


71 


. 6 


594 


4 


AAB59907 


Aab59907 


Murine le 


21 


2474 . 5 


70 


. 3 


574 


2 


AAY14539 


Aavl453 9 


Rat linol 

lVuk> XXk^WX 


22 


2474 . 5 


70 


. 3 


574 


4 


AAB59905 


Aab59905 


Rat lenti 


23 


2426 


69 


. 0 


575 


2 

aw 


AAY14545 


Aavl4545 


Mni iqo "1 -J tj 

nu uo c xx V— ' 


24 


2426 


69 


. 0 


575 


4 

* 


AAB59908 


Aab59908 


Uui X c 


25 


2142 


60 


. 9 


525 


2 

AW 


AAY14540 


Aavl4 54 0 


Ra t - 1 "i nnl 

XVCl U X 1UU X 


26 


2142 


60 


9 


525 


4 


AAB59906 


AahS9 90fi 


Rat 1 pnh i 


27 


2095 . 5 


59 


. 6 


526 

— ' aw w 


2 

aW 


AAY14546 


Aavl 4^46 


MnnQP 1 i n 

1 1U UOC X ±£J 


28 


2095 . 5 


59 


6 


526 


4 


AAB59909 


AahR99DQ 

riCtJJ j>7U? 


VI u, x X lie Xc 


29 


1827 . 5 


51 


. 9 


388 


8 


ADP46577 


Adn4fi ^77 


Unman /-< /^i "1 

nu.uict.il lui 


30 


1138 


32 


. 3 

• — * 


208 


8 


AB059373 


Abo59373 


Hum An npn 
xiLiiiiciii yen 


31 


823 . 5 


23 


. 4 


163 


3 


AAB534 95 


Aah c i^49R 

naJJ j J*t7 j 


nuiitciii tui 


32 


726 


20 


. 6 


227 

aw aW / 


8 






nLllLlCtll L>iJX 


33 


642 . 5 


18 


. 3 


546 




ABR43 174 




Human DT7M 


34 


638 . 5 


18 


1 


540 


8 


ADR89882 




T?RT?P t~\o 1 \r 


35 


637 . 5 


18 


1 


635 

W mJ w/ 


8 


ADR8 98 8 0 


^A*wi.i. O -7 O O \J 


r IK Hi c |j(jxy 


36 


502 . 5 


14 


.3 


265 

aw ' 


7 

* 


ADM56943 


Adm^fiQ4 ^ 


Human pvh 


37 


465 . 5 


13 


. 2 


241 

aW ^ J, 


7 


ADM56944 


AdmRfi944 


rlaLUl C 11L1 


38 


452 


12 


8 


428 


4 


AAU18 010 


A^n 1 roi n 

naui OU1U 


Wnman i mm 

flUUlCtll XlluLl 


39 


452 


12 


. 8 


428 


7 


ADB31634 


Adb31634 


Human nov 

iiuuia.li v 


4 0 


^ j 


1 9 


• o 


4 7 n 


A 


addi no C ^ 

nI3D lU/i JU 




riuman cuw 


41 


452 


12 


.8 


430 


5 


ABP66843 


Abp66843 


Human pol 


42 


349 


9 


.9 


204 


4 


AAU18069 


Aaul8069 


Human imm 


43 


349 


9 


.9 


204 


4 


ABB10461 


Abbl0461 


Human cDN 


44 


349 


9 


.9 


204 


5 


ABP67048 


Abp67048 


Human pol 


45 


349 


9 


.9 


204 


7 


ADB31693 


Adb31693 


Human nov 
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This page gives you Search Results detail for the Application 10650507 and Search Result us-10- 
650-507-8.rai. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 9, 2006, 19:18:25 



Search time 51 Seconds 
(without alignments) 
1113.870 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



US-10-650-507-8 
3518 

1 MQQDGLGVGTRNGSGKGRSV 



ASRERRLKKNLALSRESLW 649 



BLOSUM62 

Gapop 10.0 , Gapext 0 . 5 



650591 seqs, 87530628 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



650591 



Database : 



Issued__Patents_AA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC_Celerra_SIDS3 

7: /EMC Celerra SIDS3 



/ptodata/2/iaa/5_COMB.pep: * 
/ptodata/2/iaa/6_COMB . pep : * 
/ptodata/2/iaa/7_COMB . pep : * 
/ptodata/2 /iaa/H_COMB . pep : * 
/ptodata/2 /iaa/PCTUS_COMB . pep : * 
/ptodata/2 /iaa/RE_COMB . pep : * 
/ptodata/2/iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query- 
Match Length DB 



ID 



Description 



1 


3518 


100 


.0 


649 


2 


US- 


09 


-499 


-522-14 


Sequence 


14, Appl 


2 


3518 


100 


.0 


649 


2 


US- 


09 


-269 


-939A-8 


Sequence 


8, Appli 


3 


3401.5 


96 


.7 


630 


2 


us- 


09 


-499 


-522-16 


Sequence 


16, Appl 


4 


3401.5 


96 


.7 


630 


2 


us- 


09 


-269 


-939A-10 


Sequence 


10, Appl 


5 


3058 


86 


.9 


581 


2 


us- 


09 


-499 


-522-18 


Sequence 


18, Appl 


6 


3058 


86 


.9 


581 


2 


us- 


09 


-269 


-939A-12 


Sequence 


12, Appl 


7 


2568 


73 


.0 


593 


2 


us- 


09 


-269 


-939A-2 


Sequence 


2, Appli 


8 


2519.5 


71 


.6 


594 


2 


us- 


09 


-269 


-939A-16 


Sequence 


16, Appl 
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Q 
y 


9 4 74 R 


70 




574 


o 


TTC _ 




- 9 fiQ 




OcL^Utrli^c: 


A. A T~VT"\ 1 1 

H / "PP x 1 


10 

X \J 


2426 


69 


n 
• \j 


575 


9 




09 


-969 
^ o y 


- 93 9 A - 1 7 




1 7 Ar>r>l 


1 1 

X X 


X *± £t 


60 


Q 
• -7 


59 5 


9 




09 


-269 


_ Q3QA-fi 
y o yr\ o 




Aninj 1 1 
D / npjJ X x 


12 

X 


2 095 5 


59 


• o 


526 

J A o 


9 
** 


US- 


09 


-269 


_ o 3 Q A — 1 ft 
y ~j yr\ x o 




1 ft Ann! 


1 3 
X J 


1 69 5 


4 


p 


71 5 

/ X J 


9 




10 


-104 


- 04 7 - ^**ft 5 




33ft 5 Hn 

J JO J / **P 


14 


166 


4 


7 


977 


9 


US- 


09 


-252 


-991 A- 16655 


Spniipnrp 


16655 A 


1 5 

X J 


153 5 

X -J J • mj 


4 


4 


4 3 7 


9 




09 


-538 




C o <^n i pn c ffk 


ft 76 Inn 


16 


153 5 


4 


4 


614 


5 




'-US95- 


03236 -21 




21 Annl 


17 


153 


4 




316 

J -L U 


9 


US- 


09 


-397 


-243n-l 3 


SpfTii^nr'R 


13 Annl 

X J / AU X 


18 


150 


4 


3 


767 


9 


US- 


09 


-252 


-991A-28262 


kV C VJ U^llV w 


28262 A 


19 

X 


150 

1 J u 


4 


3 


1 3fl2 

X J O ^ 


9 


VJO 


09 


-171 


_ QQ1 _ Q 




9 Annl i 

«7 , nppi X 


20 


150 
-i- \j 


4 




1388 

X _J (J u 


9 


US - 
w o 


09 


-949 


-016-1 Oft 1 7 

U 1 U X \J O X / 


Cprni oil r 1 


1 Oft 1 7 A 


21 


148 


4 


2 


1462 

_L V u 


2 


US- 


09 


-538 


-092 - 1043 


Spfnipnrp 


104 3 An 


22 


148 


4 


2 


1462 

\.i £i 


2 


US- 


09 


-949 


-002-381 




3 81 Ann 

Jul ; npu 


23 


148 


4 


. 2 


1524 


2 


US- 


09 


-949 


-002-495 


kJ ^ UUCil\«C 


4 95 Ann 


24 


146 5 


4 


2 


777 


9 


US- 


09 


-252 


-991A-27864 




27ft64 A 


25 


146 


4 


. 2 


998 


9 

*-* 


US- 


09 


-949 


-016-7757 




775 7 An 


26 


145 5 


4 


1 


319 


1 


US- 


08 


-597 


-495B-92 


1 P>T") O 


2 9 Annl 


27 


145 5 


4 


1 

« X 


319 


9 


US- 


09 


-068 


-051 A-99 




99 Anril 


28 


145 5 

x n j • j 


4 


• X 


319 


9 


US- 


09 


-336 


-536 - 67 




D / / /ippx 


29 


145 5 


4 


1 

• X 


319 

O X J 


9 


TTS- 

\J o 


09 


-254 


-465 A- 6 




D / -"PP -L 1 


30 


145 5 


4 


1 

• X 


319 


9 


VJO 


09 


-953 


-499-6 
*±y y o 


Corn i on f~«o 
octJUcilLc 


o / iippx X 


3 1 

•J X 


145 5 


4 


1 

• X 


757 


9 




10 


-094 


-749 -96ft 5 
i *± y ado j 


O C tJU Ci i L» ti 


Z D 0 D / .Hp 


32 


144 5 


4 


1 

• X 


691 


9 




09 


-252 


-991 A- 1 6ft 09 




1 CQflQ A 


33 


144 5 


4 


1 

• X 


783 


9 


uo 


09 


-252 


-QQ1 A-1 ftm5 


O o /~ti i o n o 
o ct^UtrXlL-t: 


lOUJ 3, H 


34 


143 


4 


1 


636 

w w w 


9 


US- 


09 


-252 


- 991 A- 24 902 


tjCVJUCllUC 


94909 A 


35 


143 


4 


1 


743 


2 


US- 


09 


-902 


- 54 0 - 1 01 64 


Cprni cst - ! r~»CJ 


1 01 fi4 A 


36 


142 . 5 


4 

* 


1 


264 


2 


US- 


09 


-252 


-991A-20342 




9 034 9 A 


37 


142 


4 


o 


399 


2 


US- 


09 


-252 


- 991 A- 9 503 9 

J X^l Li J U J J 


Qprn i pn 


9 507 Q A 


38 


14 1 5 

X ^ X • J 


4 


n 


3fi 7 

JO/ 


9 


TTQ - 

uo 


09 


-252 


- Q Q 1 A - 7 04 £7 




o H4 C 7 A 


39 


141 

X ^ X 


4 


n 


302 

■J \J £t 


1 
X 


uo 


08 


-893 


- ft57 - 7 


Qorn i on o 


7 Ann 1 -1 


40 


141 

X T X 


4 


o 


302 

J u z. 


9 


TT9- 
uo 


09 


-113 


- 99 1-7 


Qarn l on r< a 
OtrL^lxcIlCc 


5 , -npp X X 


41 


141 


4 


.0 


302 


2 


US- 


09 


-451 


-067-3 


Sequence 


3, Appli 


42 


141 


4 


.0 


302 


3 


US- 


10 


-086 


-208-3 


Sequence 


3, Appli 


43 


140 


4 


.0 


560 


2 


US- 


09 


-252 


-991A-26107 


Sequence 


26107, A 


44 


139.5 


4 


.0 


424 


2 


US- 


09 


-252 


-991A-22384 


Sequence 


22384, A 


45 


139 


4 


.0 


412 


2 


US- 


09 


-252 


-991A-23193 


Sequence 


23193, A 
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This page gives you Search Results detail for the Application 10650507 and Search Result us-10- 
650-507-8. rapbm. 

start 

Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 9, 2006, 19:19:15 



Search time 182 Seconds 
(without alignments) 
1651.794 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-650-507-8 
3518 

1 MQQDGLGVGTRNGSGKGRSV 



ASRERRLKKNLALSRESLW 649 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



2097797 



Database : 



1 
2 
3 
4 
5 
6 



Published_Applications_AA_Main: * 

/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 

NO. 


Score 


Query 

Match Length DB 


ID 








Description 


1 


3518 


100.0 


649 


4 


US- 


10 


-214 


-684A-14 


Sequence 14 , Appl 


2 


3518 


100.0 


649 


4 


US- 


10 


-650 


-507-8 


Sequence 8, Appli 


3 


3518 


100.0 


649 


6 


US- 


11 


-236 


-198-3 


Sequence 3, Appli 


4 


3401.5 


96 .7 


630 


4 


us- 


10 


-214 


-684A-16 


Sequence 16, Appl 


5 


3401.5 


96.7 


630 


4 


us- 


10 


-650 


-507-10 


Sequence 10, Appl 


6 


3401.5 


96.7 


630 


6 


us- 


11 


-236 


-198-5 


Sequence 5, Appli 


7 


3251 


92 .4 


601 


5 


us- 


10 


-756 


-149-5066 


Sequence 5 066, Ap 


8 


3169 


90.1 


591 


4 


us- 


10 


-060 


-036-165 


Sequence 165, App 


9 


3058 


86.9 


581 


4 


us- 


10 


-214 


-684A-18 


Sequence 18, Appl 


10 


3058 


86 .9 


581 


4 


us- 


10 


-650 


-507-12 


Sequence 12, Appl 
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11 


3058 


86 


Q 

• m** 


581 


6 


US- 


11 

•ml— -1- 


-236 

mCm mmJ \J 


-198-7 


Secruence 

mmf 'mmm M * * ^mf mmm* 


1, ApDli 


12 


2568 

m\mi \-/ W 


73 


. 0 


593 


4 


US- 

W mmm* 


10 


-650 

\J mm/ \J 


-507-2 

mm/ \mf / 


Secruence 

mmf mmmW M \mfm ■\ mm ^ A A ^— ^ 


2, AddIi 


13 

*m/ 


2568 

u *j x> 


73 


. 0 


593 


6 


US- 


11 


-236 

*U» *m/ \mf 


-198-9 

A ^ W mm/ 


Secruence 


9, ADDli 

mf 7 § 4> * £m* mmm mmm 


14 


2519 . 5 

*m** m** • «^ 


71 


6 


594 

*** a 


4 


US- 


10 

■mm. \/ 


-650 

W *m/ W 


-507-16 


Secruence 

^mm» ^mmM \fm *mm+ mm, m\ >^ X» # 


16. AddI 

mmm \mf J *\ i hmS Km* J, 


15 


2519 . 5 

mmmt «^ • ««X 


71 

r -L- 


. 6 


594 


6 


US- 


11 


-236 


-198 - 17 

«L> \J mmm 9 


Secruence 


17, AddI 

mmm 0 f ft f> Wmm* 9mm* -mm 


16 


2474 . 5 


70 


.3 


574 

«v/ / mm. 


4 


US- 


10 


-650 


-507-4 

mm/ \mf 1 A 


Secruence 


A. AddIi 

mm- f m> mi mmm* Jm-f mmm mmm 


17 


2474 . 5 

mmm mm ' * • «^ 


70 


. 3 


574 


6 


US- 

W mm* 9 


11 


-236 

m-4 *m/ \mJ 


-198-11 


Secruence 

A mm m ma m mmm* 


11, AddI 

mmm mmm f ft m* *m* mm* mmm 


18 


2426 


69 


. 0 


575 


4 


us- 


10 


-650 


-507-17 

mm* V » «^ # 


Sequence 


17, Appl 


19 


2426 


69 


0 


575 

mmf 9 J 


6 


US- 


11 


-236 

J v 


- 198 - 18 


Secruence 

mmm* \—» A *mm+ \mm* 


18. AddI 

^m> *mmf f X * h-* h** 


20 


2142 


60 


. 9 


525 


4 


US- 

*mm/ 


10 


-650 


-507-6 

mm/ W / W 


Secruence 

mm* ^mjmm Vrfl W% A A- ^mm* mmm* 


6 , AddI i 

*** f ft m\jmw fmmf •mmm mmm 


21 


2142 


60 


. 9 


525 


6 


us- 

X^ mm* 


11 


-236 


-198-13 
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This page gives you Search Results detail for the Application 10650507 and Search Result 
$itemName. 

start 

Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 9, 2006, 19:20:10 



Search time 16 Seconds 
(without alignments) 
512.840 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-10-650-507-8 
3518 

1 MQQDGLGVGTRNGSGKGRSV 



AS RE RRLKKNLAL S RE S L W 649 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 64916 seqs, 12643201 residues 

Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



64916 



Database 



Publ i shed_Appl icat ions_AA_New : 

1 : /EMC_Celerra_SIDS3/ptodata/ 

2 : /EMC_Celerra_SIDS3/ptodata/ 

3 : /EMC_Celerra_SIDS3/ptodata/ 

4 : /EMC_Celerra_SIDS3/ptodata/ 

5 : /EMC_Celerra_SIDS3/ptodata/ 

6 : /EMC_Celerra_SIDS3/ptodata/ 

7 : /EMC_Celerra_SIDS3/ptodata/ 

8 : /EMC_Celerra_SIDS3/ptodata/ 



l/pubpaa/US09_NEW_PUB .pep : * 
l/pubpaa/US06_NEW_PUB .pep : * 
l/pubpaa/US07_NEW_PUB.pep: * 
l/pubpaa/US08_NEW_PUB . pep : * 
l/pubpaa/PCTJSTEW_PUB . pep : * 
l/pubpaa/US10_NEW_PUB . pep : * 
l/pubpaa/USll_NEW_PUB .pep : * 
l/pubpaa/US60_NEW_PUB .pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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% 
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to. 


Score 


Match 


Length 


DB 


ID 
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11 
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Ap 
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Ap 
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133 .5 
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Sequence 27945, 


A 
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This page gives you Search Results detail for the Application 10650507 and Search Result us-10- 
650-507-8. rpr. 

start 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 9, 2006, 19:13:19 ; Search time 44 Seconds 

(without alignments) 
1419.197 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-10-650-507-8 
3518 

1 MQQDGLGVGTRNGSGKGRSV 



ASRERRLKKNLALSRESLW 64 9 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0 . 5 

Searched: 283416 seqs, 96216763 residues 

Total number of hits satisfying chosen parameters 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : 



283416 



PIR_80:* 
1: pirl:* 
2: pir2:* 
3: pir3:* 
4: pir4:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 



Result 
No. 


Score 


Query 

Match Length DB 


ID 


Description 
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4.8 


1173 


2 


T31421 


C- terminal domain- 
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153 .5 
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Bassoon protein - 
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T48818 


glucan 1,4-alpha-g 
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28 


136 

J. JU 


3 


9 


3124 


o 


Xi^X \J \J £t \J 


LUiia^cii dx^iid x V" 


29 


135 

A mj 


3 


8 


1870 

-L- SJ / \J 


2 
x 


S3 7671 


MHP cla«?c? TTT hist 

III UluOo XXX 111 O L 


30 


134 


3 


. 8 


309 


2 


T47685 


probable RNA bindi 


31 


134 


3 


. 8 


1097 


2 


T13033 


evelin T - fruit f 


32 


133 5 


3 


8 


771 

/ / X 


2 

X 


T2 1633 

1 £i 1 V J J 


lrv/npit" h At - "i 1 nmhp 


33 


133 . 5 

-X. * 


3 


. 8 


868 

U vj u 


2 

aj 


JC5701 




34 


133 . 5 


3 


. 8 


2142 


2 


B35098 


MHC class III hist 


35 


133 


3 


Q 


375 


2 

A 


A4 01 1 2 


I'jnVw icyiun r\XJ x. epe 


36 


132 . 5 


3 


. 8 


287 


2 

ax 


T50647 


serine/ arainine- ri 

>w 1> ^ llw / V^*. Ik _x. 1 1 _X_ 11W A> ^ 


37 


132 . 5 


3 


.8 


374 


2 


A37282 

X A^jr / A^J A^J 


52K active chromat 


38 


132 . 5 


3 


8 


825 

U ax >J 


1 


EDBEXD 


H mm pH I ahp-parl v T*4T* 


39 


132 . 5 


3 


. 8 


1520 


2 


T00273 


hypothetical prote 

ii y k/v/ w i iv>* v>" \^ vi -x. ju v« / v» Vw 


40 


132 .5 


3 


. 8 


2774 


2 


A4 3 3 5 9 


microtubule -associ 


41 


132 


3 


.8 


309 


2 


A39773 


myristylated alani 


42 


132 


3 


.8 


562 


2 


T26242 


hypothetical prote 


43 


132 


3 


.8 


611 


1 


S12566 


translation initia 


44 


132 


3 


.8 


725 


2 


T00492 


hypothetical prote 


45 


131.5 


3 


.7 


697 


2 


JC2365 


fused proteinase-c 
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This page gives you Search Results detail for the Application 10650507 and Search Result us-10- 
650-507-8. rup. 

start 

Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 9, 2006, 19:09:44 



Search time 303 Seconds 
(without alignments) 
1981.304 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-650-507-8 
3518 

1 MQQDGLGVGTRNGSGKGRSV 



ASRERRLKKNLALSRESLW 649 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2849598 seqs, 925015592 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



2849598 



Database : 



UniProt_7 . 2 : * 
1 : uniprot_sprot : * 
2 : uniprot_trembl : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 



NO. 


Score 


Match 


Length DB 


ID 


Description 


1 


3518 


100 


.0 


649 


2 


Q86X2 9_HUMAN 


Q86x29 


homo sapien 


2 


3372 .5 


95 


.9 


630 


2 


Q6ZT80_HUMAN 


Q6zt80 


homo sapien 


3 


3169 


90 


.1 


591 


2 


Q9UQL3_HUMAN 


Q9uql3 


homo sapien 


4 


3124 


88 


.8 


583 


2 


Q9BT3 3_HUMAN 


Q9bt33 


homo sapien 


5 


3121 


88 


.7 


583 


2 


Q 8 NBM 0_HUMAN 


Q8nbm0 


homo sapien 


6 


3116 


88 


.6 


582 


2 


Q9BWS2_HUMAN 


Q9bws2 


homo sapien 


7 


2619.5 


74 


.5 


656 


2 


Q61148_MOUSE 


Q61148 


mus musculu 


8 


2568 


73 


.0 


593 


2 


Q9WU74_RAT 


Q9wu74 


rattus norv 


9 


2526.5 


71 


.8 


594 


2 


Q99KG5_MOUSE 


Q99kg5 


mus musculu 


10 


2474 .5 


70 


.3 


574 


2 


Q9WU75_RAT 


Q9wu75 


rattus norv 


11 


2470 .5 


70 


.2 


574 


2 


Q497B9_RAT 


Q497b9 


rattus norv 


12 


2446.5 


69 


.5 


576 


2 


Q6U816_MOUSE 


Q6u816 


mus musculu 


13 


2433 


69 


.2 


575 


2 


Q3UIQ9_MOUSE 


Q3uiq9 


mus musculu 


14 


2304 


65 


.5 


429 


2 


O00112_HUMAN 


000112 


homo sapien 
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15 

X. 


2 142 

At J. Tt At 


60 


Q 
• -> 


At *J 


2 


09WU76 


RAT 


OQwii76 

\£ W U. / VJ 


rattus no t~v 


16 


2093 . 5 


59 


. 5 


526 

-w* <Ak4 


2 


03TJE7 


MOUSE 


03tie7 


mus tnusculu 


17 


1554 . 5 


44 


. 2 


575 


2 


06GPK3 


XENLA 


06crok3 


xenoous lae 


18 


1460 5 

.X- A W w • 


41 
* x 


5 


270 


2 


000426 


HUMAN 


000426 


homo saoien 


19 

*X- 


1340 


38 


1 


248 

&i Tt w 


2 


0499Z8 


HUMAN 

X X w & uHi 


0499z8 


homo saDien 


20 


1331 


37 


. 8 


339 


2 


Q61149 


MOUSE 


061149 


mus musculu 


21 


1174 . 5 

-L, _l_ / X • •*/ 


33 


4 


638 

\J mJ \J 


2 


06GMG1 


BRARE 


Ofiamcrl 
voyiuy x 


hrarhvdanio 


22 


1159 


32 


. 9 


594 


2 


Q4V8Y3 


BRARE 


04v8v3 


b r a c h vdan i o 


23 


965 


27 


. 4 

• * 


639 


2 


071H61 

>^ / -A- X A \J -L- 


HUMAN 

X X V— ' h ixXLi 


071h61 


homo saoien 


24 


722 . 5 


20 


. 5 


663 

w W 


2 


04SH06 


TETNG 


04 shcrS 


t"pt"Taodon n 

l— v— JU &l Liwll X X 


25 


715 . 5 


20 


. 3 


557 


2 


04KMJ6 


BRARE 


041cmi 6 


b t a c hvd.an i o 


26 


676 . 5 


19 


2 


194 


2 


04T5P9 


TETNG 

X> X-J X X > 




hot - ranHnn n 


27 


634 . 5 


18 


. 0 


546 


2 


05R8C7 


PONPY 

x7 \_y xti x> x 


05r8c7 




28 


616 5 


17 


5 
• — * 


502 


2 


O86SU0 


HUMAN 




homo G^rn on 


29 


608 . 5 


17 


.3 


537 


2 


08CBR1 


MOUSE 


08cbrl 

^/ W -A— -A- 


mus musculu 


30 


607 5 


17 


3 
• ~j 


545 


2 


032NM7 


XENLA 




aciiuuuo icic 


31 


598 . 5 


17 


. 0 


516 


2 


O91VS0 


MOUSE 


091vs 0 


mus musculu 


32 


595 5 


16 


9 


493 

~ 


2 


06PFB3 

^/ sJ XT x> Xw *J 


MOUSE 


06nf b3 


miio mnQPiil ii 

U1UO 1 1 1 U. O \^ U. X IX 


33 


595 5 


16 


9 


516 


2 








mnc rnilQPlll 11 


34 


556 5 


15 


ft 


550 

mJ \J 


2 


066L52 


BRARE 


066152 

\£ \3 \J X mJ At 


hrarhvHan i o 
kj x easily ucxiixu 


35 


548 


15 


• \j 


573 


2 

At 


O4S0L1 


TETNG 


S«; " o w x x 


t"p|"T"anHnn n 

LCtl avJUUil 11 


36 


547 . 5 


15 


. 6 


464 


2 


07T2Z9 


BRARE 

XW lUAl \U 


07t2z9 


bTachvfiani o 

*-/ x cx v— < ii Y vxcxi i x \*f 


37 


545 


15 


5 


470 


2 

At 


04SHT3 

S< ~ t^j ill J 


TETNG 




t-phranHofl Tl 
li awuuii il 


38 


506 


14 


. 4 

* * 


559 


2 

*-* 


O4S0L2 


TETNG 

X XJ X \ J 


O4s0l2 


t p t* ori on n 


39 


502 . 5 


14 


. 3 


265 


2 


07Z578 


HUMAN 

X X \J k X* Ail 


07z578 


homo saoien 


40 


190.5 


5 


.4 


96 


2 


O4T5O0 


TETNG 


O4t5a0 


tetraodon n 


41 


188 


5 


.3 


836 


2 


Q4WU48^ 


^ASPFU 


Q4wu48 


aspergillus 


42 


185 


5 


.3 


956 


2 


Q9UQ39' 


_HUMAN 


Q9uq39 


homo sapien 


43 


185 


5 


.3 


1022 


2 


Q6NSL3^ 


_HUMAN 


Q6nsl3 


homo sapien 


44 


185 


5 


.3 


1262 


2 


Q9UQ40^ 


_HUMAN 


Q9uq40 


homo sapien 


45 


185 


5 


.3 


2296 


2 


Q9UHA8^ 


_HUMAN 


Q9uha8 


homo sapien 
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